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Anatomical location impacts 
microbiota

Johnson et al., 2018 AEM



Age is a major driver of the 
microbiota

Johnson et al., 2018 AEM



Flock
(location)

Season

Age

Tissue

Tissue > Season > Age >> Flock 
effects

Adapted from Johnson et al., 2018 AEM







Sample-palooza



“That’s interesting, but what is going on 
at the gene expression / functional 
level?”



Hi-C Proximeta: creating a database of 
scaffolded poultry microbial genomes



Rumen metagenome: 913 scaffolded genomes



Breeder flock

Commercial
Farm #1

Commercial
Farm #2

Commercial
Farm #3

G1 G2 G3 G1 G2 G3 G1 G2 G3
• Samples

• Gut (comm.)
• Trachea (comm.)
• Sinus wash (comm.)
• Choanal swab (comm.+breeder)
• Cloacal swab (comm.+breeder)

• Analyses
• 16S rRNA
• Shotgun DNA
• Build Hi-C database
• RNA-Seq (host plus microbes)
• E. coli vertical transmission
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